refined_10_10.ps

Distorted geometry

refined_10

PROCHECK

Page 1

Main-chain bond lengths

Asp 6 - Leu 7

C N 1.329 1.274

.055

Glu 8 - Ile 9

C N 1.329 1.270

.059

Thr 11 - Asn 12

C N 1.329 1.259

.070

Lys 32 C O 1.231 1.175

.056

Lys 33

CA CB

1.530 1.472

.058

Thr 62

CA CB

1.540 1.602

.062

Asp 75 - Gly 76

C N 1.329 1.272

.057

Asp 83

N CA

1.458 1.407

.051

Bonds differing by > .05A from small-molecule values. Values shown: "ideal", difference, actual